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Kinases

~Available from Carna Biosciences~

Mutants Lipid Kinases
ABL(ABL1) [E255K] EGFR[L718V/T790M/C7975/L858R]  FGFRA [V550E] MET [Y1230C] DGK a (DGKA) PIK3CA[P539R] / PIK3R1
ABL(ABL1) [T315]] EGFR[L747P] FGFR4 [V550L] MET [Y1230H] DGK B (DGKB) PIK3CA[R88Q] / PIK3R1
ALK [C1156V] EGFR [L792H] JAK2 (JH1 JH2)IV617F] MET [Y1235D] DGK y (DGKG) PIK3CB / PIK3R1
ALK [D1203N] EGFR [L858R] KIT [D816E] NPM1-ALK DGK & (DGKD) PIK3CD / PIK3R1
ALK [F1174L] EGFR[L861Q] KIT [D816V] PDGFRa (PDGFRA) [D842V] DGK & (DGKE) PIK3CG
ALK [F1174L/G1202R] EGFR [N771_P772insH] KIT [D816Y] PDGFR a (PDGFRA) [T6741] DGK 1 (DGKH) PIKFYVE(PIP5K3)
ALK [G1202R] EGFRIN7716GY] KIT [T6701] PDGFR a (PDGFRA) [V561D] DGK 1 (DGKI) PIP4K2A
ALK [G1269A] EGFR[S7681] KIT [T6701/D816V] RET[G691S] DGKk (DGKK) PIPAK2B
ALK [11171N] EGFR [T790M] KIT [V560G] RET[G810C] DGKO (DGKQ) PIPAK2C
ALK [11171N/L1198F] EGFR [T790M/C7975/L858R] KIT [V560G/D816V] RET [G810C/M918T] DGK{ (DGKZ) PIP5K1A
ALK [111715] EGFR [T790M/L858R] KIT [V654A/D816V] RET [G810R] MTOR(FRAP) / MLST8 PIP5K1B
ALK[1171T] EML4-ALK LRRK2 [G20195] RET [G810S] PI4KB PIPSKIC
ALK [L1196M] FGFR1 [V561M] LTK [1565N] RET [M918T] PIK3C3 PIPSKL1
ALK [L1196M/G1202R] FGFR2 [C491A] LTK [L590M] RET[S891A] PIK3CA / PIK3R1 SPHK1
ALK[L1198F] FGFR2 [C491A/V5641] LTK [L592F] RET[Y791F] PIK3CAIE542K] / PIK3R1 SPHK2
ALK [L1198F/G1202R] FGFR2 [C491A/V564L] LTK [L650F] RET [V804M] PIK3CAIE545K] / PIK3R1
ALK [R1275Q] FGFR2 [E565A] MAP2K1 [F129L] ROS(ROST) [G2032R] PIK3CA[H1047R] / PIK3R1
ALK [V1180L] FGFR2 [K659M] MAP2K1 [P124L] ROS(ROS1) [G2032R/L2086F]
ALK [T1151_L1152insT] FGFR2 [L617V] MET [D1228H] ROS(ROST) [L2086F]
ALK2(ACVR1) [Q207D] FGFR2 [M5371] MET [D1228N] YES(VEST) [T3481]
ALK2(ACVR1) [R206H] FGFR2 [M5371/M538L] MET [M1250T]
BRAF [T599 V600insT] FGFR2 [M538L]
BRAF [V600E] FGFR2 [N549D]
BTK [A428D] FGFR2 [N549H] PDGFRS
BTK [C4815] FGFR2 [N549K] EMS - Do TYRO3“ERzEGFR MLK1
BTK [M437R] FGFR2 [N549K/V564F] KIT MER HER MK MK
BTK [T316A] FGFR2 [V564F] RT3 oy AN LZK
BTK[T474l] FGFR2 [V5641] IMET- MRYK N\ HERS /ErbB3 MLK3 TAK1-TAB1
BTK T474S] FGFR2V564L] AL N e K 20K HHASS LIMK1 1RaK1
BTK [V416L] FGFR3 [E587Q] 4_FGFR1. TIE2 ack TV JAK2 LIMKR? T 4 s
EGFR[C7975] FGFR3 [G697C] IGF1R RET cvop PBK TESK1' ..., ACVR2A
EGFR [C7975/L858R] FGFR3 [K650E] nsn R :S:'}ZES U 2 e e O o ACIR2A
EGFR [d746-750] FGFR3 [K650M] LTK L3 ARAE IRAK4 GFoR2
EGFR [d746-750/C7975] FGFR3 [L608V] ALK~ ROS BRAF nist2 ALK
EGFR [d746-750/T790M] FGFR3 [N540K] BTK BMPR2’ ACVRL1
EGFR [d746-750/T790M/C7975] FGFR3 [V553L] BMX 7K i Sgiios BheRIA
EGFR [d746-750/T790M/C7975/L858R]  FGFR3 [V553M] TXK - CSK g A< BueR1
A TEC CTK EphB6 il
EGFR[D770_N771ins NPG] FGFR3 [V555L] FAK .. ZAP70 ACVR1C ACVR1B anios
EGFR[L718M/T790M/C7975/L858R]  FGFR3 [V555M] SRM EphAT Pk
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CAMKG  psicn CH ApKs MNK1 o ILTSSK3 MAP2K
CAMKTp " hK2 WNKT, wikah "MAP2K4
CAMK1g PIM2 ILSSTK  _CaMKK2 s I E
CAMK1a NMGCA2105 CaMKK1 WA g2 AP2K6
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BRSK w A =00
AMPKa2/31/71, AMPKa2/p2iy1 G ¢y i o~ - prow o
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MARKA4 Trad_SPEG.d2 @bscn K2 SgK396 BUBRIcmB
MARK2S  seecan, STK33 K K1 ‘ K1
DRAK2 g Obs! Haspi CK1a
. MARK1 DRAK1 TN CK1a2
Atypical MARK3 ™05k, 20300 VRS K11
DAPK1 S Sgk196 nBK]CKle K143
CHAKI(TRPM?) DAPK3 gL vrk TTBK2 KN AKT1 AKT2
EEF2K e P gy /1 fPre02 VRK2 YA SGK3 pRNTPKC P'éf{h
PDHK1(PDK1) ML 1K pfng R A
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Product Information

atEERE R GDOME CDK5./p25

Product Number: 04-106

EE AL DEEIMSIF SRR TENAE L TOETA, N
—%BO)%E& I ‘iiﬁ'l‘i&ﬂ,}i%ﬁ@ [/"ﬁ‘-,’i‘ Lfciﬁ‘l‘i%'f%gﬁ [/'Z L\g j’o FulHength human CPDK5|1—292$end am;n?";‘lcids of accession number NP_D04926 1]jwas co-expressed

as N-terminal GST-fusion protein P -. end) amino acids of accession number
NP_003876.1] using baculovirus expression system. GST-CDK5 was purified by using glutathione

‘ J: }IL:‘:j— -tl LL;%/E'I‘E1E sepharose chromatography.
& 2 BREIEDEEL
Storage buffer:
@ ATPILEBICKSEML 50 mM Tris-HCI, 150 mM NaCl, 0.05% Brij3s,

1 mM DTT, 10% glycerol, pH7 5

Storage and Handling:
Store at -80C.
Avoid repeating fraeze-thaws.
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Biotinylated Kinases

Biacore Sensorgram

Catalog No. Product Name Product Size (Refe Data)
.ererence Dal H H . H et
Binding kinetics of bosutinib to ABL
08-401-20N BTN-ABL{ABL1) 10ug | 100ug | Bulk [
01-401-20N BTN-AKT1 10ug | 100ug | Bulk B a% bosutinib
01-402-200 BTN-AKT2 10ug | 100ug | Bulk . 26
2
08-405-20M BTN-ALK 10ug | 100ug = Bulk =) § 15 .
08-429-20N BTN-ALKIL1196M] 10ug | 100ug | Bulk B g 1 3 .
a
05-401-20N BTN-AurA (AURKA} 1ug | 100ug | Buk B & o
0 -
05-402-21N BTN-AurB (AURKB)INCENP* 10ug | 100ug | Bulk B 05
03-407-20N BTH-AXL 10ug | 100ug | Bulk B 1 T
-500 0 500 1000 s
08-479-20M BTN-BMX 10ug | 100ug = Bulk B Time
08-422-20N BTN-BERAF @ED 10ug | 100ug | Bulk B
08-480-20N BTN-BTK * 10ug | 100ug | Bulk " s . -
B Binding kinetics of ibrutinib to BTK[T4741]
08-417-20N BTN-BTK[C4815] * 10u 100u Bulk -
Kieasts] 9 o B BTK[T4741] Ibrutinib
08-417-23N BTN-BETK[C48&1S][non-activated] 10ug 100ug Bulk Q RU
&
03-480-23N BTN-BTK[nen-activated] 10ug 100ug Bulk TBA 5 =
4
08-418-20N BTN-BTKT316A] * 10ug | 100ug | Bulk B g 3
<
5 2
08-418-23N BTN-BTK[T316A][non-activated] 10ug | 100ug | Bulk B -] |
g o - =
08-419-20N BTN-BTKIT4741] = 10ug | 100ug | Bulk B 1
2
08-419-23N BTN-BTK[T474(][non-activated] 10ug | 100ug | Bulk & 34 . N X X . . N
-200 L] 200 400 600 800 1000 1200
08-420-20N BTN-BTK[T4745] * 10ug | 100ug | Bulk B Time
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Sunitinib vs. TKs at [ATP]=Km bin. Sunitinib vs. TKs at [ATP]=1mM
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MAPK Cascade Panel ver.2.0
MAP &+ — B 34BN b 5 DREE H R — RICTRAIIER

BEELFF—4 - 77 IU—TT, ILAMOIEREITICER MAPK Cascade Panel
2132ILE LT 300D MAP F4—4 « HR 7 — RERRLT

WET, MAP3K Cascade MAP2K Cascade
s . MAP2K1
MAP3K1 MARaIe

RAF1

BRAF
MLK1
MLK2

MLK3
MOs

QuickScout™ Pre-Selected Panel Profiling Series

ATP conc.=1TmM in Mobility Shift Assay (MSA)

TK Panel ver.2.0 STK Panel ver.3.0
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HhA 2T« 715?']7@7“/ A ~PhosphoSens™~

PhosphoSens™ |EMg¥ &L —T7 1> 9 BT & THEIE%E F T B(Chelation-enhanced fluorescence:CHEF)Sulfonamido-Oxine(Sox) &\ 7F K75
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Action(MOA) IRERITHIRIL T FEE LY, (AssayQuantftigfit) *2—4y M) Z MIBIEE T BB RE L,
2
@ RAXINTA—R2—RITD AT BE AssayQua_nt”
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e MO —hF)—=4—%RUZFHA
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—— tarn(uasial o LEFR (d786-750) ‘/y%g%gﬂ LfCE&E.ﬁg CSoxt >
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< T BAFF—L, ATP, Mg® DT
e 3 TUVBEEN D EMG B Y > B E
P % § 15000 & CSoxIcF L—F 1 v oEhiES
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RISZFRIT europium RIS 5 & T Mg DEI%E - % b .
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B Mobility Shift Assay/IMAP™ NanoBRET™ TE Intracellular
Biotiny- Residence Kinase Cell-Based Assay

- PhosphoSens™ 3
Kinase ™ ADP-Glo™ . ™ Timer™ i

- I PhosphoSens! MSA/IMAP™ ATP conc. Kinetics Assay SScee
Proteins (AssayQuantit) & gl (ATP=KM) \ cayquantit) SPR

TR-FRET | ADP-Glo™ (Oncolinesit)

(IMAP™) - )
*: PhosphoSens™ RED | M: IMAP™ | Preincubation
Kinase name TORAE (FP) Study

AAK1
ABL(ABL1) O O Ox O O O O O O
ABL(ABL1) [E255K] @) @) @) @) o| o @)
ABL(ABL1) [F3171]
ABL(ABL1) [F317L]
ABL(ABL1) [H396P]
ABL(ABL1) [M351T]
ABL(ABL1) [Q252H]
ABL(ABL1) [T315I]
ABL(ABL1) [Y253F]
ACK(TNK2)
ACTR2B(ACVR2B)
ACVR1B(ALK4)
ACVR1C(ALK7)
ACVR2A
ACVRL1(ALK1)

ADK

AKT1

AKT1 [E17K]

AKT2 ¢} O O Ox O O O O O
AKT2 [E17K]
AKT3 O O Ox O O O O
AKT3 [E17K]

AKT3 [G171R]

ALK

ALK [C1156Y]

ALK [D1203N]

ALK [F1174L]

ALK [F1174L/G1202R]

ALK [G1202R]

ALK [G1269A]

ALK [I1171N]

ALK [11171N/L1198F]

ALK [11171S]

ALK [11171T]

ALK [L1196M]

ALK [L1196M/G1202R]

ALK [L1198F]

ALK [L1198F/G1202R]

ALK [R1275Q]

ALK [T1151_L1152insT]

ALK [V1180L]

ALK2(ACVR1)

ALK2(ACVR1) [G328V]
ALK2(ACVR1) [G356D]
ALK2(ACVR1) [Q207D]
ALK2(ACVR1) [R206H]
AMPKa1(PRKAA1)
AMPKa1/B1/y1(PRKAA1/B1/G1)
AMPKa1/B2/y1(PRKAA1/B2/G1)
AMPKa2(PRKAA2) @) @)
AMPKa2/B1/y1(PRKAA2/B1/G1)
AMPKa2/B2/y1(PRKAA2/B2/G1)
ARG(ABL2)

AurA(AURKA)
AurA(AURKA)/TPX2
AurB(AURKB) @) @)
AurB(AURKB)/INCENP
AurC(AURKC)

AXL

BARK1(ADRBK1)
BARK2(ADRBK2)

BLK

BMP2K

BMPR1A

BMPR1B

BMPR2

BMX

BRAF

BRAF [T599_V600insT]
BRAF [V600E]

BRK(PTK6)

BRK(PTK6) [non-activated]
BRSK1

BRSK2

BTK

BTK [non-activated]

BTK [A428D]

BTK [C481S] @)
BTK [C481S] [non-activated]
BTK [E41K] @)
BTK [L528W] @)
BTK [M437R] @)
BTK [M437R] [non-activated]
BTK [P190K] @)
BTK [T316A]

BTK [T316A] [non-activated]
BTK [T4741]

BTK [T4741] [non-activated]
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TR-FRET | ADP-Glo™ (Oncolinesit)
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*: PhosphoSens™ RED | M: IMAP™ | Preincubation km | 1mm
Kinase name TORAE (FP) Study

BTK [T474S]

BTK [T474S] [non-activated]
BTK [V416L]

BTK [V416L] [non-activated]
BUB1/BUB3

BUBR1(BUB1B)
CaMK1a(CAMK1)
CaMK1B(PNCK)
CaMK1y(CAMK1G)
CaMK13(CAMK1D)
CaMK2a(CAMK2A)
CaMK2B(CAMK2B)
CaMK2y(CAMK2G)
CaMK25(CAMK2D)

CaMK4

CAMKK1

CAMKK1(124-411) @)
CAMKK2
CAMKK2(165-445) @)
CDC7/ASK
CDK1(CDC2)
CDK1(CDC2)/CycA2
CDK1(CDC2)/CycB1
CDK1(CDC2)/CycE1
CDK2 o
CDK2/CycAl
CDK2/CycA2
CDK2/CycE1
CDK3
CDK3/CycC
CDK3/CycE1l
CDK4/CycD1
CDK4/CycD3
CDK5
CDK5/p25
CDK5/p35
CDK5/CDK5R1
CDK5/CDK5R2
CDK6 o
CDK6/CycD1 O O [¢]
CDK6/CycD3 [e)
CDK6/CycD3[non-activated]
CDK7

CDK7/CycH O O
CDK7/CycH/MAT1
CDK8

CDK8/CycC
CDK9/CycK
CDK9/CycT1
CDK9/CycT2
CDK10/Cycl2 o o )
CDK10(PISSLRE)/CycQ
CDK11A/CycK

CDK11A/Cycl2
CDK12(CRKRS)/CycK
CDK12(CRKRS)(720-1490aa)/CycK
CDK13(CHED)/CycK @)
CDK13(CHED)(694-1512aa)/CycK
CDK14/CycY Ox O
CDK15/CycY
CDK17/CycY Ox o
CDK18/CycY Ox O
CDK19(CDC2L6) O
CDK19(CDC2L6)/CycC o ) )
CDK20/CycH

CDKL1

CDKL2

CDKL3

CDKL5

CDPK1(toxoplasma gondii)
CDPK3(toxoplasma gondii)
CGK2(PRKG2)
CHAK1(TRPM7)
CHK1(CHEK1)
CHK2(CHEK?2)
CK1a(CSNK1A1)
CK1a1L(CSNK1A1L)
CK1y1(CSNK1G1)
CK1y2(CSNK1G2)
CK1y3(CSNK1G3)
CK13(CSNK1D)
CK1g(CSNK1E)
CK2a1(CSNK2A1)
CK2a1/B(CSNK2A1/B)
CK2a2(CSNK2A2)
CK2a2/B(CSNK2A2/B)
CLK1

CLK2

CLK3
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CLK4
Cofilin2
COQ8B e}
COT(MAP3K8)
CRIK(CIT)
CSK

DAPK1

DAPK2

DAPK3
DCAMKL1
DCAMKL2
DCLK3 O O
DDR1

DDR1(SRC treated)
DDR2

DDR2 [N4565] @)
DGKa(DGKA) @)
DGKa(DGKA)(196-735aa)
DGKB(DGKB) @)
DGKB(DGKB)(235-803aa)
mouse DGKB(DGKB)
DGKy(DGKG) o
DGKy(DGKG)(261-791aa)

mouse DGKy(DGKG)

DGK3(DGKD)

DGKe(DGKE)

DGKn(DGKH)

DGKI(DGKI)

DGKK(DGKK)

DGK6(DGKQ)

DGK{(DGKZ)

DLK(MAP3K12)

DMPK1(DMPK)

DMPK2(CDC42BPG)
DRAK1(STK17A)

DRAK2(STK17B)

DYRK1A

DYRK1B

DYRK2

DYRK3

DYRK4

EEF2K

EGFR

EGFR [C7975]

EGFR [C7975/L858R]

EGFR [d746-750]

EGFR [d746-750/C797S]

EGFR [d746-750/T790M]

EGFR [d746-750/T790M/C797S]
EGFR [d746-750/T790M/C7975/L858R]
EGFR [D770_N771insNPG]

EGFR [D770_N771insNPG/T790M]
EGFR [L718M/T790M/C7975/L858R]
EGFR [L718Q/T790M/C7975/L858R]
EGFR [L718V/T790M/C7975/L858R]
EGFR [L747P]

EGFR [L792H]

EGFR [L858R]

EGFR [L861Q]

EGFR [N771_P772insH]

EGFR [N771GY]

EGFR [S768I]

EGFR [T790M]

EGFR [T790M/L858R]

EGFR [T790M/C797S/L858R]
EIF2S1

EIF4EBP1

EML4-ALK

EPHA1

EPHA2

EPHA2 [non-activated] [¢)
EPHA3
EPHA4
EPHAS
EPHA6
EPHA7
EPHAS
EPHB1
EPHB2
EPHB3
EPHB4
ERN1 Ox
ERN2 [}
Erk1(MAPK3)

Erk2(MAPK1)

Erk2(MAPK1) [inactive mutant]
Erk2(MAPK1) [inactive]
Erk3(MAPK6)

Erk4(MAPK4)
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Erk5(MAPK7) o o O O o ]
Erk5(MAPK?) [inactive mutant]
Erk5(MAPK?) [inactive]
Erk7(MAPK15)

FAK(PTK2)

FAM20C

FER

FES

FGFR1

FGFR1 [non-activated]

FGFR1 [V561M] @) @) o o
FGFR2 O
FGFR2 [non-activated]
FGFR2 [C491A] ¢
FGFR2 [C491A][non-activated]
FGFR2 [C491A/V5641] O
FGFR2 [C491A/V564I][non-activated]
FGFR2 [C491A/V564L] O
FGFR2 [C491A/V564L][non-activated]
FGFR2 [E565A] ¢
FGFR2 [E565A][non-activated]
FGFR2 [K659M] ¢
FGFR2 [K659M][non-activated]
FGFR2 [L617F] @)
FGFR2 [L617V] @)
FGFR2 [L617V][non-activated]
FGFR2 [M5371] @)
FGFR2 [M5371][non-activated]
FGFR2 [M5371/M538L] @)
FGFR2 [M5371/M538L][non-activated]
FGFR2 [M538L] @)
FGFR2 [M538L][non-activated]
FGFR2 [N549D] @)
FGFR2 [N549D][non-activated]
FGFR2 [N549H] @)
FGFR2 [N549H][non-activated]
FGFR2 [N549K] @)
FGFR2 [N549K][non-activated]
FGFR2 [N549K/V564F] @)
FGFR2 [N549K/V564F][non-activated]
FGFR2 [V564F] @)
FGFR2 [V564F][non-activated]
FGFR2 [V5641] @)
FGFR2 [V5641][non-activated]
FGFR2 [V564L] @)
FGFR2 [V564L][non-activated]
FGFR3

FGFR3 [E587Q]

FGFR3 [G380R] ¢}
FGFR3 [G697C]
FGFR3 [K650E]
FGFR3 [K650M]
FGFR3 [L608V]
FGFR3 [N540K]
FGFR3 [V553L]
FGFR3 [V553M]
FGFR3 [V555L]
FGFR3 [V555M]
FGFR4

FGFR4 [N535K]
FGFR4 [V550E]
FGFR4 [V550L]
FGR

FLT1

FLT3

FLT3 [non-activated] O O
FLT3 [D835H]
FLT3 [D835V]
FLT3 [D835Y]
FLT3 [K663Q]
FLT3 [N841I]
FLT3 [R834Q]
FLT4 o o ) o O o o
FMS(CSF1R) [¢] O O O O O O O
FMS(CSF1R) [non-activated] [¢) O
FRK [¢] [¢] O [¢] O O O
FYN [isoform a] [¢) [¢) [¢) O O [¢) [¢) O
FYN [isoform a][Y531F]
FYN [isoform b] [¢) [¢) O O [¢) [¢)
GAK O O
GCN2(EIF2AK4) @) @) O
GCN2(EIF2AK4) domain 2 O
GLK(MAP4K3)
GPRK1(GRK1)
GPRK4(GRK4) @)
GPRK5(GRKS5)
GPRK6(GRK6)
GPRK7(GRK7)
GSK3a(GSK3A)
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GSK3B(GSK3B)

Haspin(GSG2)

HCK

HER2(ERBB2)

HER2(ERBB2) [775YVMA776]
HER4(ERBB4)

HGK(MAP4K4)
HH498(TNNI3K)

HIPK1

HIPK2

HIPK3

HIPK4

HPK1(MAP4K1)

HRI(EIF2AK1)

ICK

IGF1IR

IGF1R [non-activated]
IKKa(CHUK)

IKKa(CHUK) [inactive mutant]
TKKB(IKBKB)

TKKe(IKBKE)

INSR

INSR [non-activated]

IRAK1

IRAK3

IRAK4

IRR(INSRR)

ITK

JAK1(JH1)

JAK1(JH1 JH2) [¢)
JAK1(JH2)

JAK2 [V617F]

JAK2(JH1)

JAK2(JH1JH2)

JAK2(JH1JH2) [V617F]
JAK3(JH1)

JAK3(JH1IH2)

INK1(MAPKS)

INK1(MAPK8) [inactive mutant]
JINK1(MAPKS) [inactive]
INK2(MAPK9)

INK2(MAPK9) [inactive]
INK3(MAPK10)

KDR

KIT

KIT [A829P]

KIT [D816E]

KIT [D816H]

KIT [D816V]

KIT [D816Y]

KIT [L576P] @)
KIT [T6701/D816V] ¢
KIT [T6701] @) @) o o
KIT [V559D,T6701]
KIT [V559D,V654A]
KIT [V559D]

KIT [V560G/D816V]
KIT [V560G]

KIT [V654A/D816V]
KIT [V654A] [®) o| o
KIT [non-activated] [¢)
KSR1

KSR2

LATS1

LATS2
LATS1/MOBKL1A
LATS2/MOBKL1A
LCK

LIMK1

LIMK2
LKB1(STK11) @) @)
LKB1(STK11)/MO25a/STRADa
LOK(STK10)

LRRK2

LRRK2 [G2019S]

LRRK2 [12020T]

LRRK2 [R1441C]

LTK

LTK [I565N]

LTK [L590M]

LTK [L592F]

LTK [L650F]

LYNa

LYNb

LZK(MAP3K13)

MAK O [¢]
MAP2K1

MAP2K1 [F129L]

MAP2K1 [inactive mutant]
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Biotiny- Residence Kinase Cell-Based Assay

- PhosphoSens™ 3
Kinase ™ ADP-Glo™ . ™ Timer™ i

- I PhosphoSens! MSA/IMAP™ ATP conc. Kinetics Assay SScee
Proteins (AssayQuantit) & gl (ATP=KM) \ cayquantit) SPR

TR-FRET | ADP-Glo™ (Oncolinesit)

(IMAP™) - )
*: PhosphoSens™ RED | M: IMAP™ | Preincubation km | 1mm
Kinase name TORAE (FP) Study

MAP2K1 [inactive]
MAP2K1 [P124L]

MAP2K2

MAP2K3

MAP2K4

MAP2K5

MAP2K6

MAP2K6 [inactive mutant]
MAP2KG6 [inactive]
MAP2K7

MAP2K?7 [inactive mutant]
MAP2K?7 [inactive]
MAP3K1

MAP3K2

MAP3K2(FL)

MAP3K3

MAP3K4

MAP3K5

MAP3K6

MAP3K14

MAP4K2

MAP4K5(KHS1)
MAPKAPK2

MAPKAPK3

MAPKAPKS

MARK1

MARK2

MARK3

MARK4

MAST3

MAST4

MASTL Ox
MELK [} O ] O O
MELK [T460M]
MER(MERTK) o o o [} [} o O o o O
MER(MERTK) [A708S]
MET

MET [D1228H]

MET [D1228N]

MET [F1200I]

MET [M1250T] o o O ] ) o )
MET [P9915]
MET [T11731]
MET [T9921]
MET [V1092I]
MET [Y1230A]
MET [Y1230C] O e}
MET [Y1230D]

MET [Y1230H]

MET [Y1235D]
MINK(MINK1)
MLK1(MAP3K9)
MLK2(MAP3K10)
MLK3(MAP3K11)
MLK4
MNK1(MKNK1)
MNK2(MKNK2)

MOK

MOS
MRCKa(CDC42BPA)
MRCKB(CDC42BPB)
MSK1(RPS6KA5)
MSK2(RPS6KA4)
MSSK1(STK23)
MST1(STK4)
MST2(STK3)
MST3(STK24)

MST4
MTOR(FRAP)/MLST8
MUSK

MUSK [non-activated] [¢)
MYLK3

MYLK4

MYO3A

MYO3B
MYT1(PKMYT1)
NDR1(STK38)
NDR2(STK38L)
NEK1

NEK2

NEK3

NEK4

NEK5

NEK6

NEK7

NEK9

NEK10

NEK11 O
NIM1K(MGC42105) [} ) [} ) [} ) O
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- PhosphoSens™ 3
Kinase ™ ADP-Glo™ . ™ Timer™ i

- I PhosphoSens! MSA/IMAP™ ATP conc. Kinetics Assay SScee
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TR-FRET | ADP-Glo™ (Oncolinesit)

(IMAP™) - )
*: PhosphoSens™ RED | M: IMAP™ | Preincubation km | 1mm
Kinase name TORAE (FP) Study

NLK o ] O )
NPM1-ALK [¢] O [¢] O O O
NRK(NESK)

NuaK1

Nuak2

OSR1(OXSR1)

p38a(MAPK14)

p38a(MAPK14) [inactive mutant]
p38a(MAPK14) [inactive]
p38a(MAPK14) [T106M] [¢)
p38B(MAPK11)
p38y(MAPK12)
p383(MAPK13)
p70S6K(RPS6KB1)
p70S6KB(RPS6KB2)
PAK1

PAK2

PAK3

PAK4

PAK5(PAK7)

PAK6

PASK

PBK
PCTAIRE1(CDK16)/CycY
PDGFRa(PDGFRA)
PDGFRa(PDGFRA) [non-activated] [©] O
PDGFRa(PDGFRA) [D842V]
PDGFRa(PDGFRA) [T6741]
PDGFRa(PDGFRA) [V561D]
PDGFRB(PDGFRB)
PDGFRB(PDGFRB) [non-activated] O O
PDHK1(PDK1)
PDHK2(PDK2)
PDHK3(PDK3)
PDHK4(PDK4)
PDK1(PDPK1)
PEK(EIF2AK3)
PGK(PRKG1)

PHKG1

PHKG2

PI4KA

PI14KB

PIK3C3

PIK3CA/PIK3R1

PIK3CA [C420R]/PIK3R1
PIK3CA [E542K]/PIK3R1 O O O O
PIK3CA [E545A]/PIK3R1
PIK3CA [E545K]/PIK3R1 O O O O
PIK3CA [H1047L]/PIK3R1
PIK3CA [H1047R]/PIK3R1 O O O O
PIK3CA [H1047Y]/PIK3R1
PIK3CA [I800L]/PIK3R1
PIK3CA [M10431]/PIK3R1
PIK3CA [P539R]/PIK3R1
PIK3CA [Q546K]/PIK3R1
PIK3CA [R88Q]/PIK3R1
PIK3CB/PIK3R1
PIK3CD/PIK3R1

PIK3CG

PIK3CG/PIK3R5
PIKFYVE(PIP5K3)

PIM1

PIM2

PIM3

PINK1(PINK)

PIP4K2A

PIP4K2B

PIP4K2C

PIP5K1A

PIP5K1B

PIP5K1C

PIP5KL1

PKACa(PRKACA)
PKACB(PRKACB)
PKACy(PRKACG)
PKCa(PRKCA)
PKCB1(PRKCB1)
PKCB2(PRKCB2)
PKCy(PRKCG)

PKCB(PRKCD)

PKCe(PRKCE)

PKCZ(PRKCZ)

PKCn(PRKCH)

PKCA(PRKCQ)

PKCB(PRKCQ) [non-activated]
PKCI(PRKCT)

PKN1

PKN2

PKN3
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TR-FRET | ADP-Glo™ (Oncolinesit)
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PKR(EIF2AK2) @)
PLK1

PLK2

PLK3

PLK4
PRKD1(PKD1)
PRKD2(PKD2)
PRKD3(PKD3)
PRKDC(DNA-PK)
PRKX
PYK2(PTK2B)
QIK(SNF1LK2)
RAF1

RAF1 [Y340E/Y341E] O
RET

RET [non-activated]

RET [G691S]

RET [G691S] [non-activated]
RET [G810C]

RET [G810C/M918T]

RET [G810R]

RET [G810S]

RET [M918T]

RET [M918T] [non-activated]
RET [S891A]

RET [S891A] [non-activated]
RET [V804L] @)
RET [V804M] ¢
RET [V804M] [non-activated]
RET [Y791F] ¢
RET [Y791F] [non-activated]
RET-CCDC6 O O
RIOK2

RIPK1

RIPK2

RIPK3

ROCK1

ROCK2

RON(MST1R)

ROS(ROS1)

ROS(ROS1) [G2032R]
ROS(ROS1) [G2032R/L2086F]
ROS(ROS1) [L2086F]
RSK1(RPS6KA1)
RSK2(RPSEKA3)
RSK2(RPS6KA3) [1416V]
RSK2(RPS6KA3) [L608F]
RSK3(RPS6KA2)
RSK4(RPSEKA6)

SBK1(SBK) 0
SBK3

SGK

SGK2

SGK3(SGKL)
SIK(SNF1LK)
SIK3(QSK)
SIK3(QSK)(59-365aa)
skMLCK(MYLK2)

SLK

Smad1

Smad3
SmMLCK(MYLK)
SNRK

SPHK1

SPHK2

SRC

SRM(SRMS)

SRPK1

SRPK2

SSTK(TSSK6)

STK16

STK32A

STK32B

STK33 O
STK35 (CLIK1)
STK36
STLK3(STK39)

SYK

SYK [non-activated]
TAK1-TAB1(MAP3K7)
TAOK1(TAOK1)
TAOK2

TAOK3

TBK1

TEC

TEC [non-activated]
TESK1
TGFBR1(TGFBR1)
TGFBR2(TGFBR2)

(o] {e]

ofofofo
ofofofo
o(m{O(m
ofofofo

o|o|ofo
O|0|0

[e][e][e]
@]
ofofo
o
%
ofofo
@]
ofofo
@]

ofofofo|o|o|O|0|0

O
ofofo
ofofo

o|o|ofo
@]

@]
o|o|ofo
O|0|0
o|o|ofo

@]
o|0

@]
O
@]
O
@]
O
O

o

ofofof|o

@]

O

@]

O

@]

@]
ofofo

O|o|o|o|0o

o

ofofofo
ofofofo

o|o|ofo
o|o|ofo

@]
@]
@]
O|0|0

o|o|ofofofof|o

ofofofo
ofofofo
ofofo|o

olo|o|?|?
ol|o|o|o|o

o|o|ofofofofo|ofo

o|O0
o|0
o|o
o|0o

o|o|ofofofo

o|0
o|0
o|O0

@]
[e][e][e]

O|0|0
o

o

o

¥
ofofofofo

o
ofofofofo
ofofofofo

o|0
o|0
o|0

ofjofofo|o|o|o|O|O|0|O

o|0
o|0

[e][e][e]
O

o|O0

o|o|ofo
o|m[{OfO
o|o|ofo
o|o|ofo

ofjofofo|o|0|0

o

ofjofofo|o|o
ofofofo

(o] {e]

o
[e][e][e]
O

[e}[e)[e][e]
O|o|o|o|0o
O|o|o|o|0o

[e][e][e]

O|0|0
o
o
o

O|0|0




FF—E2—FyrRRBE G- —ER

Products

Services

Cell-Free Assays Cell-Based Assays

Products & Services . . . - "
Kinase Protein Assay Kit Mobility Shift Assay/IMAP™ NanoBRET™ TE Intracellular
o Residence Kinase Cell-Based Assa:
. Biotiny- PhosphoSens™ > Y
Kinase ™ ADP-Glo™ . ™ Timer™ i
PhosphoSens Services
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Kinases IgLg TRFRET | ADP-Glom | A5YQ2n) (RssayQuantdh) - olinesit)

(IMAP™) - )
- *: PhosphoSens™ RED | M: IMAP™ | Preincubation km | 1mm
Kinase name TORAE (FP) Study

TIE1
TIE2(TEK) O O O [¢] O O O O O O
TIE2(TEK) [A1124V]
TIE2(TEK) [P883A]
TIE2(TEK) [R849W]
TIE2(TEK) [Y1108F]
TIE2(TEK) [Y897C]
TIE2(TEK) [Y8975]
TLK1

TLK2

TNIK

TNIK [non-activated]
TNK1 [} O ) O
TRKA(NTRK1) [¢)
TRKA(NTRK1) [non-activated]
TRKA(NTRK1) [G667C] O
TRKB(NTRK2)

TRKB(NTRK2) [non-activated]
TRKC(NTRK3)
TSSK1B(TSSK1)

TSSK2

TSSK3

TTBK1

TTBK2

TTK

TXK

TYK2

TYK2 (JH1)

TYK2 (JH2)

TYK2 (JH1 JH2)

TYRO3

TYRO3 [non-activated]

ULK1 O o
ULK2 O O
ULK3
VRK1
VRK2
WEE1
WEE2 O O
WNK1

WNK2

WNK3

WNK4

YES(YES1)
YES(YES1) [T348I]
YSK1(STK25)
YSK4(MAP3K19)
ZAK

ZAP70
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